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The cervicovaginal microbiome

Lactobacillus dominance:
cervical health

#GVNAnnualMeeting2026

a. CSTI
bacteriocins
D/L lactic acid | ! glycogen
H.0, ¥ amino acids

LT s
S\ TN

l 1 vaginal epithelium
E) ®

mucus layer

P % stroma
® ) ® ° ®
d. CSTIV-A
vaginolysin
ialid
s | T st

biogenic amines
™ .7 P
SAIS=0 02>

stroma

vaginal epithelium ‘ t
L 2
@

@ (VYN USFHealth

GLOBAL VIRUS NETWORK

High-resolution microbiome profiling
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e Lack of biomarkers for hrHPV infection progression ~
e Association of microbial communities and species mucus layer
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Does the microbiome composition correlate :
with hrHPV infection outcomes in a six-month

. . . . & L crispatus g™ L. iners g® G.vaginalis . M. genomosp type 1
period in a screening population?
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Study design
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Early microbiome composition

Microbial composition at V1 associates with
hrHPV infection outcomes six months later
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Microbiome dynamics

The stability of microbial communities between both visits associates with HPV infection outcomes
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Take-home messages

* Lactobacillus dominance and high L. crispatus nTHPY infection © months fater
abundance associate with a stable microbiome
composition and non-progression of HPV
infections Absence of
. WO,
* Increased abundance for G. vaginalis, A.
vaginae, and D. micraerophilus, and high
microbial diversity associate with a progressive
HPV infection
Squamous
» These findings highlight the potential value of e W W e

(Iv-A) CSTs

integrating microbial biomarkers into viral
surveillance frameworks
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